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With X-ray crystallography, we provides precise, reproducible, and cost-effective structure
determination for drug design and protein engineering.

X-Ray Crystallography: Why and How

X-ray crystallography remains a cornerstone method for determining macromolecular
structures at atomic resolution. The technique is cost-effective, well established, and
compatible with high-throughput crystallization and data collection workflows.

With the added power of anomalous scattering to identify metal sites and enable
experimental phasing, X-ray crystallography remains an essential tool for
structure-guided drug discovery and protein engineering.

Workflow & Milestones

Our workflow is structured around clearly defined milestones. This provides our clients with the safety and flexibility
to react to sample specific alterations or difficulties — maximizing control over outcome and costs of their project.
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* Complexity depends on prior knowledge
Costs Multi-Protein Discount
Our full-service structure determination starts at: We offer tiered discounts based on project volume.
€5.000/10.000 for X-Ray Crystallography - Py
This includes project planning, sample handling, 2-3 Proteins 5% discount
data acquisition, analysis, and expert consultation 4-9 Proteins 10% discount
throughout. 10+ Proteins 15% discount
For your first structure, we offer:
20% discount for all new clients. Newcomer and tiered discounts can be combined.

This offer cannot be combined with any other promotions. BIMOVIS reserves the right to modify or discontinue this offer at any time.

Complementary Services Contact
Protein Production

@ Structure Analysis

Paratope Screening
@ Visualization

pf;; Training

Dr. Florian Schneider

Head of X-Ray crystallography
florian.scheider@bimovis.com
+49 (0)6221 352299000

More information: bimovis.com
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