BIMOVIS

BEYOND STRUCTURES

Epitope Mapping & Paratope Screening

Improve your antibody’s affinity and specificity the modern way. Our structure-based
in silico screening is faster and more cost-efficient than current laboratory approaches.
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We solve the structure of antibody-antigen complexes using X-ray crystallography y 2

or Cryo-EM. With that data, we identify the interacting residues of your target and (’ ’ \

their counterparts in the CDR-regions of your antibody (epitope and paratope). ﬂ\
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Using both Al-powered structure prediction and MD-simulations, we can analyze ‘_f>. B VFILESAEG..
every possible sequence of your antibody's CDR-regions, resulting in :'@ ® VYIAESTDA..
comprehensive data on all binding antibody variants and clear guidance for further @ LYVADGTDA...

optimization.

Workflow & Milestones

Our workflow is structured around clearly defined milestones. This reduces the risk and provides flexibility to react
to sample-specific alterations or difficulties — maximizing control over outcome and costs of your project.
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Outcome Costs
Protein structure of the antibody-antigen complex Our full-service epitope mapping starts at:
Epitope mapping identifying all interacting residues €12,000 for X-ray crystallography
€40,000 for high-resolution Cryo-EM
Analysis of all promising alternative CDR sequences Our exhaustive paratope screening starts at:
Highly accurate antibody-antigen affinity predictions €30,000 for full genus analysis
Selectivity screening for multiple epitopes For your first antibody, we offer 20% discount

This offer cannot be combined with any other promotions. BIMOVIS reserves the right to modify or discontinue this offer at any time.

Complementary Services Contact

Dr. Mathias Gschell

Head of Cryo-EM
mathias.gschell@bimovis.com
+49 (0)6221 352299023
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